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ATP consumed per glucose: 2 (hexose stage)
ATP produced per glucose: 4 (triose stage)
Net ATP production per glucose: 2
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TABLE 11.1  The reactions and enzymes of glycolysis

1, Glucose + ATP — Glucose 6-phosphate + ADP + HE

2. Glucose 6-phosphate == Fructose 6-phosphate

3. Fruclose 6-phosphate + ATP — Fructose 1 &-biphosphate + ADP + HO

4, Fructose 1,6-bisphosphate == Dihydroxyacctone phosphate + Glyceraldchyde 3-phosphate
5. Dihydroxyacetone phosphate == Glyceraldehyde 3-phosphate

6. Glyceraldehyde 3-phosphate + NAD® + P, = 1.3-Biphosphoglycerate + NADH + HY
7. 1.3-B iphosphoglycerate + ADP == 3-Phosphoglycerate + ATP

8. 3-Phosphoglycerate == 2-Phosphoglycerate

9, 2-Phosphoglycerate == Phosphoenolpyruvate + Hy0

10, Phosphoenolpyruvate + ADP + H® — Pyruvate + ATP

Hexokinase, glucokinase
(lucose-6-phosphate isomerase
Phosphofructokinase-

Aldolase

Triose phosphate isomerase
Glyceraldehyde 3-phosphate dehydrogenase
Phosphoglycerate kinase

Phosphoglycerate mutase

Enolase

Pyruvate kinase
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